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Single Molecule Localisation Microscopy

Light diffraction phenomena limits the spatial resolution.

SMLM idea: sequential activation/deactivation of molecules = stack.
Final reconstructed image=sum of singular frame reconstruction.

Frame WCELO-frame WCELO-final

Acquisition Ground truth




Sparsity-promoting weighted (> — fo-type model, oo
accounting for signal-dependent Poisson noise in o

SMLM data: 07
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fo-norm — non-continuous, non-convex, NP-hard
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Continuous non-convex relaxation of the £o-norm: weighted-CELO penalty

A
x* € argmin Z > (A, = ) + Pwcero(x, \A,Y)
Yj

XERMLX ML

P yyceo depends on the degradation matrix A and on the observed data y
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